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[ Abstract] Objective To investigate the effect of miRNA-429 on proliferation and migration of human
breast cancer Bcap37 cells after overexpressing miRNA-429. Methods  The miRNA-429-overexpressed
lentivirus and the blank lentivirus were infected into human breast cancer Bcap37 cells to establish stably
transfected cells as the experimental group and the control group respectively. Real-time PCR was used to detect
the expression level of miRNA-429 after infection; MTT assay was used to detect the effect of miRNA-429 on cell
proliferation of Bcap37; the scratch test and Transwell experiment were used to detect the effect of miRNA-429 on
migration ability of Beap37 cells. The data from over 2 groups were analyzed by one-way variance analysis and
pairwise comparison was conducted by LSD-¢ test. The data between two groups were compared by ¢ test. The data
from multiple time points were compared by analysis of variance of repeated measurement. Results  After
infecting the miRNA-429-overexpressed lentivirus, the expression level of miRNA-429 in Bcap37 cells of
experimental group was significantly up-regulated compared with the control group (2. 88+0. 02 vs 1. 00 +0. 05 ,¢=
10.33,P=0.009). The proliferation ability of Bcap37 cells in experimental group was enhanced compared with
the control group (F=189.410,P=0.000). The scratch test and Transwell experiment showed that the migration
ability of Bcap37 cells was increased after overexpression of miRNA-429 compared with the control group (605+23
vs 365+21,:=13.30,P=0.001). Conclusion The overexpressed miRNA-429 can significantly increase the
proliferation and migration abilities in human breast cancer cell line Beap37.
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