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[ Abstract]

According to the review of breast cancer researches in 2016, precision medicine is still a

hot topic, with new achievements in gene sequencing, liquid biopsy, etc. Meanwhile, the development of
precision medicine is not always smooth. Some issues, including the establishment and sharing of large data,
standardization of genetic testing, restrict the technological development of breast cancer diagnosis and
treatment. In the future, researchers and physicians in this field should strengthen the cooperation and data-

sharing, establish professional standards, speed up the development of new drugs and apply the technologies of

it
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precision medicine in order to improve clinical practice.
[ Key words]  Breast neoplasms;

medicine; Big data
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