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Analysis of the difference of serum proteome profiles between breast cancer patients and
heathy women LIANG Yan, JIANG Jun,CHAI Fan,WANG Xiu-li , GAO Chun-
fang . ZHONG Ling. Breast Disease Center, Southwest Hospital , Third Military
Medical University , Chongqing 400038 , China

[Abstract] Objective To investigate the difference of serum proteome between
breast cancer patients and healthy women, and seek for some potential biomarkers to
distinguish breast caner patients from healthy women using a serum protein
fingerprinting technique. Methods Total serum samples collected from 117 breast
cancer patients and 56 healthy women were divided into a learn-group (74 breast
cancer patients and 36 healthy) women and a test-group (43 breast cancer patients and
30 healthy women). The samples were detected by surface enhanced laser desorption/
ionization time-of-flight mass spectrometry (SELDI-TOF-MS). Differences of mass
spectrums between breast cancer patients and healthy women from the learn-group
were analyzed by Biomarker Wizard software. Some different protein peaks were
picked out and a classification tree was developed for identification of breast cancer
patients using Biomarker Pattern software. The classification model was validated by

an independent sample from the test-group. Results Fourteen protein peaks were
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significantly different between breast cancer and healthy women groups. Eight
proteins mass/charge of 3958, 4288, 4974, 5902, 8518, 8930, 9282 and 11 360 could
identify breast cancer patients from healthy women with decision tree classification
method. Sensitivity, specificity and correct ratio of the method were 82. 43% (61/
74),83. 33% (30/36) and 82. 73% (91/110), respectively. In validation test, the
sensitivity, specificity and correct ratio of the method were 86. 05% (37/43),65.00%
(13/20) and 79. 37% (50/63), respectively. Conclusions There are some different
proteins in serum between breast cancer patients and healthy women. Candidate
protein biomarkers in serum screened by SELDI-TOF MS could facilitate the
diagnosis of breast cancer.

[Key words)] Breast neoplasm; Proteome; Surface enhanced laser desorption/

ionization time-of-flight mass spectrometry;Serum; Diagnosis
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