o 734 - rh A, I 2 7 (AL T JB0D 2010 4F 12 A 45 4 % %5 6 3] Chin J Breast Dis(Electronic Edition) , December 2010, Vol. 4, No. 6

- FYGWEFIE -

Pokemon mRNA 5 ec-myc EREZAIREAHLA PR
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[H=EY BH HiT AFLIEE B R RN c-myc Ml Pokemon mRNA 7E FL 7 J8 41
BUPMRIE R SAMREEE BB MXER, Ak WEARB 2008 4 1 A F 10 A
A5 R M 5 R AL AR AR (20 Bl 55 FLAR A ZURR AR R 20 )0 B FLAR L ZURR AR L BN
LR R 23~69 &, A bR A 2 R B 12, R JH I 2% 22 Kl Pokemon
mRNA ik, R GREELLF RN c-mye ik, R AR 5 56 0 55 A 5 2 0k 17
it rhr. 85R (1) Pokemon mRNA 1 BHM: 2 35 78 7L IR 41 20 9 o5 ZL IR 41 21 M1
EEFLIRAL PR 71.11% (32/45), 30.00% (6/20)F1 20.00% (4/20), 3 #Id]
ZRAGIT# R L (P=0.000), c-myc PHPEZR A R 7E 7L IR 4 4090 55 7L 4 U1 IE
W FLIR LR A3 ) 86. 67 % (39/45), 60. 00% (12/20)F150.00% (10/20), 3 # ]
ZSRAGITFE L (P=0.004), (2)FLIR% A M BT Pokemon mRNA & 3k Fl 7L I 98 40
JLBT c-myc 35 HR 5 FL MR MRS R L S5 B A G (P=0. 012, P=0.027), (3) FLIRJE
Y Hf1 it Pokemon mRNA &35 5 c-myc KikA KEKE(-=0. 585, P<<0.000), it
Pokemon mRNA Fl c-myc FHH T HES 53 IR & M0 kK 4 % . Pokemon mRNA
FRIB N c-myc FIK P E [ A A M,

[X#iFY  FLMR s Pokemon mRNA;c-myc 8 AL A s S e 41 24k 2%

[FEESES] R737.9 [x#k4RiRaE)] A

Expressions of Pokemon mRNA and c-myc in breast carcinoma and their correlation
CUI Ming ,FU Chao-jiang « YANG Yan, FENG Yan-kang , L1U Jia. Department o f
General Surgery, Kunming General Hospital of Chengdu Military Region,
Kunming 650032, China

[Abstract] Objective To explore the expressions of Pokemon mRNA and
proto-oncogene c-myc in breast cancer and their relation with carcinogenesis and
metastasis. Methods From January to October 2008, 45 samples of invasive ductal
carcinoma, 20 samples of pericancer tissue and 20 samples of normal breast tissue
were collected for the study. All study subjects were female, aged 23 to 69 years. All
samples were confirmed pathologically. The expression of Pokemon mRNA was
examined using in situ hybridization and the expression of c-myc was tested using
immunohistochemistry. Chi-square test and Spearman’s rank correlation coefficient
were used for statistical analysis. Results (1) The rate of positive expression of
plasma Pokemon mRNA in breast cancer tissue, pericancer tissue and normal breast
tissue was 71.11% (32/45), 30.00% (6/20) and 20.00% (4/20) respectively, with
statistical difference between the three groups (P =0. 000). The rate of positive
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expression of c-myc in breast cancer tissue, pericancer tissue and normal breast tissue
was 86. 67% (39/45), 60. 00% (12/20) and 50. 00% (10/20) respectively, with
statistical difference between the three groups (P = 0. 004). (2) The positive
expressions of Pokemon mRNA and c-myc in breast cancer were correlated with
breast cancer axillary lymph node metastasis (P=0.012,P=0.027). (3)There was a
positive correlation between Pokemon mRNA and c-myc (r=0. 585, P<C0. 000).
Conclusions Pokemon mRNA and c-myc participate in the pathogenesis and
metastasis of breast cancer, and there is a correlation between Pokemon mRNA and c-
myec.

[ Key words ] Breast neoplasms; Pokemon mRNA; cmyc protein; in-situ

hybridization; Immunohistochemistry
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Pe. T I10 M, 1009 28 91, IS A IV 32 7 1) s 1 i g hk L 45 % B 3 20 i)
oMo Wk L5 5L R 3 25 i,
1.2 EERG

(1) Pokenon mRNA Ji i 2% 22 K6 3 577 &5 (ZBTB7 JE AV 2% 38 K I i 71
&L RS : MK2810-h) .DAB R A3H) &, i X A Y TRA R
Al AR P o (2) cemye RITAN B ITEPAR c-myc Ab-2 (clone 9E
10. 3) =595 : ms-139-P0, ;= #lL ; labvision, TAEHE1:500, 1 A LY
TREARAFD; (3) BIAHR S-P il & ( LHK611-060) .DAB {5l & (W H
A TRARAFD .
1.3 LRk

JEA 22 38 7 R Pokenon mRNA 335 (A ¥ 4 F DEPC 7K Bt i,
S R M 28 R AL B K TS RNA, SEEGEAE o B2 ™ BF RNA 7549, c-myc i K
TR g H Ak 4 % W b AW £ | H-id & b B (Streptavidin-
Peroxidase,S-P) i, B AE# UL Bl 5 20 B b 47, &0 XF AN ZBTB7A 83 K /Y
mRNA J£5 % : (1)5-GACCAGCAGAAC GTGTACGAGATCGACTTCGTCAG -
3'; (2) 5-CGACACATCCGCACCCACACGGGCGAGAA GCCCTA-3'; (3) 5+
GACGCCCGGCGCAACGG CCAGGAGAAGCACTTTAA-3'; Pokenon mRNA
TS 23 22 BE 1 e Ay B P o R 5 LI L B 2 20 A7 2% 38 s S Jn R A A B
XFHR s c-myce DL R4 TR A PR 2 w4 AR 0% BH 4 e Sk BH A X 8 DL PBS &
R BF — AR PR LR 5 2 2 4 938 4 2 Ak 2 e £ 285 SR Sy [ o) R
1.4 255

Pokemon mRNA FHH:Z I8 B9 I Wibr S S0 . BHEAR 55 2 0 0 42 J8] K 4 i ot
DA B B (L R s 2 S A bR UE A (—) RILATE . () PR <<
25% () PHMEAIAEIE 25% ~ 50%, (++-+) BHMEAMI>50% ., c-myc FikH)
FIBIFRIES . c-myc 8 BHE(E 520 A2 ] I 40 5 P9 H BAR ok 21 14y
HARAE R (ORI gL, () . FHMEEII<<25 %, (+-+) BHPE4 9525 %6~
50 %6 » () FHME4 A ™50,
1.5 Bil2iik

PR3 B oR H SPSS11. 0 B TG0 i T4 b B, T BO5 R DL R R s, i 4T
v’ K5, Pokemon mRNA F c-myc 3¢ 5 2K SE FOAH A K B K i o=
0. 05,

2 F#R
2.1 3 4% Pokemon mRNA Fll c-myc WA
FUIRIE 4 21 Pokemon mRNA F c-myc 7E 40 Ml it H &R A A R FE B 1 3R 38
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(1 1.2), Pokemon mRNA BHM: 3% 35 3 A4E ZL I 41 21 w55 FL IR 4L 21 ) 0E 8 3L
BRAAZ 50 R 71.1% (32/45).30. 0% (6/20) F120. 0% (4/20) ,3 A 22 R%H
Gt E L (P=0. 000); FLARIE 402 Pokemon mRNA 1 FHE 22 1543 1) 55 98 55
FLRALFIE W U A LM, 2 7 A i 2258 L (P<<0. 050) , i 55 FL IR 4 21
SIFEWIURHA I ZE RIS E X (P=0.465), FLIREEHL w5 IR
Je AE 5 FLUME A 240 M B c-miye PH M 38 38000l R 86. 7% (39/45).60. 0% (12/
20).50.0% (10/20),3 dlA| 2R A F it 2 L (P=0.004) ; FLIRIEH L 00l 5
P L IR ZVIE W AU AL 2L, 2 55 A8 it 208 L (P<<0. 050) , g 55 FL IR 4
AHEFAMAL L . 2R T8 E X (P=0.525.% 1),

b & 0 &
| 3 2 AT AT A By 2 ¥
N 1 s S A

Pokemon mRNA BHM: 3 ik % {7 T i 41 A Al 5
B 1 FLIRR I S % Pokemon mRNA [BHPEF A JRAIAR3E SP et X 200)

c-myc PR35 E o T 988 40 A g 5
2 LIRS A cmye R (4L SP R @ X 200)

2.2 Pokemon mRNA Fl c-myc 155 FLIE I I AR BRERE A 56 &

FL R AL T Pokemon mRNA RiX 5 ERE MO HBA L (P=
0.012) , HAEWRE I K/N AH 212253 9 TNM 43 B JE ¢ (P>>0.050) . LA
TSR ¢ mye F35 55 3L MK B G5 BE B 47 5 (P — 0. 027) , 554 I8 e
N R G TNM 3 TR SE (P>0. 050, 2) .
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% 1 Pokemon mRNA Fll c-myc % H EFLARE I8 55 4 20 1E & FLAR AL 20 i) R ik

Pokemon mRNA[ ] (%) ] c-myc EALBIC%) ]
20 5 % a1 P{E Y H PH
+ - + -
A g 45 32(71.11)  13(28.89)  18.413 0. 000 39(86.67) 6(13.33)  10.973 0. 004
I 55 AL R 4L 40 20 6(30.00)  14(70.00) 12(60. 00) 8(40.00)
IE# AR 4 20 4(20.00)  16(80.00) 10(50.00)  10(50.00)

a4 9 5 98 55 FLIR 20 4R GE B FL IR 2 2 1L B2 (Pokemon mRNA: P=0.002; c-myc & : P=0.037); b: 5 iF % JLIR4H A L&
(Pokemon mRNA:P=0.465;c-myc 2 [1: P=0.525)

% 2 Pokemon mRNA Fl c-myc 5 [ 1) 3% 15 5 ZU AR 9% I PR IR BRAFAE 19 56 R

Pokemon mRNA (f]) c-myc (f§i)
I PR 975 238 A 11 %% K P{H vM#H PME
+ — + —

AR
<50 % 26 16 10 2. 747 0.097 22 4 — 1. 000"
>50 % 19 16 3 17 2

i 9 2R/
<2 cm 16 10 6 0. 364 0. 546% 12 4 1.568 0.211%
>2 cm 29 22 7 27 2

2R
1 15 8 7 —2.285 0.131% 11 4 1.947  0.163*
I~ 30 24 6 28 2

TNM 4+
I ~1 38 27 11 — 1. 000" 33 5 — 1. 000"
m~1N 7 5 2 6 1

W 53 bk L 55 e B
H 20 18 2 6. 245 0.012 20 0 - 0.027°
i 25 14 11 19 6

a:ELEYERLIE s b: Fisher I3k

2.3 FUIE AT H Pokemon mRNA Fl c-myc ik 1% &

Pokenon mRNA 5 c-myc [A] i B 4E Rk 475 6], F B %8 11 1% (5/
45) , [A)A o B (4 + ) Rk 6 4, bl fHPE Ry 13, 3% (6/45). &
Pokenon mRNA k58 FE N, - Myce B9 FHPE R W32 Wi 42 & . Pokenon mRNA 5
c-myc 7EFL BRI 2H U 3BT FH A (-=0. 585, P=0. 000, % 3),

% 3 Pokenon mRNA Hl c-myc & FATEFLIR R PR IEN LR

c-myc
Pokemon
— + + +++ it
— 5 4 3 1 13
+ 1 5 2 2 10
++ 0 3 5 3 11
+++ 0 2 3 6 11
&it 6 14 13 12 45

r=0.585,P=0.000

3 itig
Pokemon J& ZBTB7A JEH T g i &5 H . B & POK Kk i 2 —,IF
M o T -5 55— SE 0 R S 1 V5T, 3K BB, Pokemon 7E5C
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AR R E BOCEZEW IR, S M Z A mUIMHE G, 5 kB
pokemon 7E 5 SE R () N L Mg Il 9eE L 45 W 9as L R 20 i g A e g ok 3R
ik, 2B pokemon 53X 6 R () & AEAH OGP, AR SIS ZE B 5 AR BoR FL
Ji 968 4N 5t Pokemon mRNA &R BN 710 1100, .2 & T 55 FL R4 A
30. 0% M FLIRIE B 412120, 0% , (P<C0. 050) , #£ 7% Pokemon AT fig 7 L g 28 1)
KA R R A AR W IT I8 R A RS Ik O e R 1 2L A e o
Pokemon mRNA Rk 90, 0% . TR &5 bk B2 25 7 72 1 FLIR 82 56, 0% .
FESASIEE X (P=0.012), i8] Pokemon 7] RE7E FL it i IR 22 ¥4 #%
R EE —EEH .

IR LN c-myce P AR SR S I i FE DR o7 F 4L AR 8q34, Z i
BERILE T, cmye Fifid S B A DNA 45457 M, Hoas & Pist X A S 4% Fhik
SR 19 —RAE T 7= AR T A 5 i e A 3G BB B9 /E ™Y . eomuye B 3 A F2 L
P T OB Y EHESGT R AR . eomye S50 A KRS Mo & A S A
Maga T2 VI 5 0 comye FEH T R IB T RES 5 T IR () A Lk e S
U FEFUIRIE T comyc JEIE R Y G2 2 30 %0 X B Kk M AEAF A —E T
YERMY . 534h Shanmugham %4 78 2L BRI BF 5T o & B c-myc 5 i B i 45 2%
FEAG RO » 2% B8 A 8 R0 B T BUVE . A 58 45 2R 8 7 2L R 98 440 1 o
c-mycH g JE Rk, Rk m TR s LA 2UOE W FLUIR 4121 (P<<0. 0500, A
WS L 4P B RS S AR -y 8 13500 5 TR 45
FeR (P=0.020) B c-myc B 1S TLRBEIOGE AT .

ARWFFERT 45 HFL IR S5 958 1) Pokemon mRNA ik #4717 4  , [6] 655 Xt
c-myc B HFATRM ., & B Pokenon mRNA 5 c-myc 8 H 3R 1k 19 3 A P&
H11.11% (5/45) 3w BHME 2 M 13.33% (6/45) . Bfi# Pokenon mRNA
IS5 BE I TN c-muye (1) BH A R B T 4 v, P R B A A (F A G . r=
0.585,P<C0.001),

25 EJTiA , Pokemon mRNA mRIiAA e S IR RE R KA A XK,
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